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Isolation and identification of Klebsiella oxytoca from diseased
Cuora galbinifrons
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Abstract: A bacterial strain HEO1 was isolated and identified from diseased Cuora galbinifron. Infection with the bacterial
suspension to healthy red — ear slider could reproduce the diseased symptoms as occurred naturally and the same bacterium
could be recovered from these infected C. galbinifron. Identification by the Biolog Microbial Identification System and fur—
ther 16 S rDNA sequence and phylogenetic analysis demonstrated that the bacterium isolated from diseased C. galbinifron
was Klebsiella oxytoca. The susceptibility test to antibiotics demonstrated that the bacterial strain HEO1 was highly suscepti—
ble to cefotamine ceftriaxone cefobid and so on.
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1 HEO01
Tab.1 Results of artificial infection of HE(O1 in red — ear slider

/

(CFU/mL) / /mL 4d 5d 6d 7d 8d 1%
1 1 x10° 20 0.2 3 6 2 0 0 55.0
2 1 x10° 20 0.2 0 2 1 0 0 15.0
3 1 %10’ 20 0.2 0 0 0 0 0 0.0
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2 HEO01 Biolog
Tab.2 Results of Biolog identification of HE01

Al N El N

A2 P E2 -L- P

A3 D- P E3 L- P

A4 D - P F4 L- N

A5 D- P E5 L- P

A6 P E6 L - P

A7 P E7 L - P

A8 D - N E8 L - N

A9 P E9 L - P

Al10 P E10 P

All PH6 P Ell P

A12 PH5 P E12 P

Bl D - P F1 P

B2a-D - P F2D- P

B3 D- P F3L - P

B4 B - -D- P F4 D - P
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0.02 ( 4 ) .
3 HEO1 16 S tDNA
Fig. 3 Phylogenetic tree of K. oxytoca based on 16 S r DNA
gene sequence of strain HEOL.
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Tab.3 Antibiotic susceptibility test
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Tab. 4 Comparison of antibiotic sensitivity test results of this study and others
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